Cloning of the BshC gene. The BshC gene was PCR-amplified from B. subtilis 168 (ATCC 23857) genomic DNA using primers that introduced 3' NdeI and 5' XhoI restriction sites.
pooled, and dialyzed against a buffer containing 20 mM HEPES, pH 7.5 and 50 mM NaCl. The preparation was concentrated using spin concentrators (Millipore) to a final concentration of 15 mg/mL on the basis of its absorbance at 280 nm and ε =1.0 (mg/mL) - Figure S1 . Overall structure of BshC from B. subtilis. Stereo representation of the BshC monomeric subunit with selected secondary structural elements labeled utilizing the same colors as in Figure 1 . All macromolecular graphics were generated with PyMOL. Highly conserved residues are highlighted in black, whereas moderately conserved residues are highlighted in grey. Secondary structural elements, as determined by analysis of the B. subtilis BshC structure, are indicated with cylinders (α-helices) and arrows (β-strands), which are colored by domain using the same colors as in Figure 1 . The alignments were performed with ClustalW 9 and the figure was prepared with BoxShade.
